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VERSION OF THE CLAIMS WITH MARKINGS TO SHOW CHANGES MADE 

1. (Amended) [Use of a primer or primer pair for DNA 
fingerprint analysis, characterized in that with the primer or 
primer pair a fingerprint is obtainable from humans as well as 
from animals as well as from plants as well as from 
microorganisms, and wherein the primer or primer pair hybridize 
to a DNA which codes the endonuclease, the reverse transcriptase 
or the RNAse H of a copia or copia-like element, in particular 
of coconut (Cocos nucifera L.).] A method for performing DNA- 
fingerprint analysis using a primer or primer pair comprising; 

(a) providing genomic DNA sequences from different 
species, wherein said DNA sequences encode an 
endonuclease, a reverse transcriptase or a RNAse H of 
a copia or copia-like element and wherein said DNA 
sequences are of animal, plant, human, prokaryotic or 
eukaryotic origin; 

(b) subjecting said DNA sequences to a PCR reaction with a 
primer or primer pair, wherein said primer or primer 
pair hybridizes to said DNA sequences; 

(c) separating the PCR products and; 

(d) determining the degree of genetic relatedness between 
the DNA sequences . 

2. (Amended) The [use] method according to claim 1, 
[characterized in that with the primer or primer pair a 
fingerprint is obtainable with] wherein the DNAs sequences [from 
the entire animal and plant kingdom, comprising] are derived 
from: 

(a) the animal kingdom with all its subkingdoms, phylums, 
subphylums, families, genus and species [, preferably 
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metazoa including the subphylums of the vertebrates, 
preferably the class of mammals, including in 
particular the family of the Hominids and the family 
of the Bovidae, including the species Bovis taurus and 
Ovis aries as well as all races and varieties which 
are derivable from the corresponding species] ; 

(b) the plant kingdom with all its subkingdoms, phylums, 
subphylums, families, genus and species [ , in 
particular Mycobionta and Cormobionta, preferably the 
division of the Spermatophyta, therein preferably the 
class of Monocotyledonae with its families of the 
Areaceae and its representatives of the species Cocos 
nucifera or the family of Poaceae with its 
representatives of the species Hordeum vulgare and Zea 
mays, in addition most preferably the class of the 
Dicotyledonae with its families, for example 
Solanaceae and its representatives of the species 
Solanum tuberosum, Nicotiana tabacum, Petunia hybrida, 
or e.g., the family of Brassicaceae with its 
representative of the species Brassica napus or the 
family of the Chenopodiaceae with its representative 
Beta vulgaris or the family of Vitaceae with its 
representatives, for example, Vitis vinifera as well 
as all varieties and cultivars which are derivable 
from the corresponding species] ; [and] 

(c) humans ; and 

(d) microorganisms comprising prokaryotic microorganisms [ , 
preferably gram-positive bacteria such as, for 
example, lactic acid bacteria, Sarcina and 
corynebacteria, and gram-negative bacteria such as, 



7 



Appl. No. 09/485,131 

for example, Neisseria and enterobacterial and 
eukaryotic microorganisms [comprising fungi, 
preferably phycomycetes such as, for example, 
Phytophtora, and ascomycetes such as, for example, 
yeast] . 

3. (Amended) The [use according to claim 1 or 2] method 
according to claim 1 , wherein [characterized in that] the DNAs to 
be analyzed [are amplified with the primer or primer pair via PCR 
and subsequently] are separated on a gel according to the length 
of the PCR products. 

4. (Amended) The [use] method according to claim 3, 
[characterized in that] wherein the gel is a sequencing gel. 

5. (Twice Amended) The [use] method according to claim 3, 
[characterized in that in a further step a] further comprising 
the steps of performing a Southern blot and transferring the 
DNAs onto a membrane whereby hybridization can be visualized 
with a probe [Southern blot is performed and the DNAs 
transferred onto a membrane are visualized by hybridization with 
a probe] . 

6. (Amended) The [use] method according to claim 5, wherein 
[characterized in that] the probe is the primer or the primer 
pair hybridizes to said DNA sequences [of any one of the preceding 
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claims] 



7. (Twice Amended) The [use] method according to claim 1, 
wherein [characterized in that] the primer or primer pair is 
labeled. 

8. (Amended) The [use] method according to claim 7, 
[characterized in that] wherein the label is a non-radioactive 
label, [preferably digoxigenin, ] biotin, a fluorescence dye, a 
dye or a radioactive label, [preferably 32 P] . 

9. (Twice Amended) The [use] method according to claim 1, 
wherein [characterized in that] the primer or primer pair 
[displays] corresponds to any one of the sequences [as 
represented in Table 2] selected from the group consisting of 
SEQ ID NOS 4-45 . 

10. (Twice Amended) The [use] method according to claim 1, 
[characterized in that] wherein the primer or primer pair 
comprises a sequence which overlaps with any one of the 
sequences [represented in table 1 or 2] selected from the group 
consisting of SEQ ID NOS 4-45 . 

11. (Twice Amended) The [use] method according to claim 1, 
[characterized in that] wherein the fingerprint analysis is used 
for studying biodiversity, genetic relationship, or taxonomy [, 
and, in particular, in the field of forensic medicine, breeding, 
protection of plant varieties, gene library management, 
population genetics and for studies on evolution] . 
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REMARKS 

The Examiner noted that the amended claims presented in 
Applicant's previous response contained many errors and that the 
clean version of the claims did not correspond to the marked up 
version of the claims. Applicant believes that many of these 
errors resulted from the automatic numbering feature in 
Applicant's word processing program. 

Applicant has now corrected the numerous discrepancies noted 
by the Examiner. Applicant has also corrected the status 
modifiers of certain claims (see claims 5, 7, 9, 10, 11) to 
reflect the changes made in the Preliminary Amendment filed 
February 4, 2000. As noted in Applicant's previous response, 
claims 12-15 were cancelled as being drawn to a non-elected 
invention. Applicant added new claims numbered 12-18 (see pages 
7-8 of the response) which should have properly been numbered 16- 
22. Applicant has made this change in the clean and marked up 
versions presented above. New claims 16-22 contain subject matter 
found in original claims 2 and 8. No new matter has been added. 

Reconsideration and prompt entry of the Amendment is 
respectfully requested. 

Should there be any outstanding matters that need to be 
resolved in the present application, the Examiner is respectfully 
requested to contact Leonard R. Svensson (Reg. No. 30,330) at the 
telephone number of the undersigned below, to conduct an interview 
in an effort to expedite prosecution in connection with the 
present application. 
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If necessary, the Commissioner is hereby authorized in this, 
concurrent, and future replies, to charge payment or credit any 
overpayment to Deposit Account No. 02-2448 for any additional fees 
required under 37 C.F.R. §§ 1.16 or 1.17; particularly, extension of 
time fees. 

Respectfully submitted, 

BIRCH, STEWART, KOLASCH & BIRCH, LLP 




LRS/KR/sml Falls Church, VA 22040-0747 

0147-0193P (714) 708-8555 
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